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Biology is in the midst of a era yielding many significant discoveries and
promising many more. Unique to this era is the exponential growth in the size of
information-packed databases. Inspired by a pressing need to analyze that data,
Introduction to Computational Biology explores a new area of expertise that
emerged from this fertile field- the combination of biological and information
sciences.

This introduction describes the mathematical structure of biological data,
especially from sequences and chromosomes. After a brief survey of molecular
biology, it studies restriction maps of DNA, rough landmark maps of the
underlying sequences, and clones and clone maps. It examines problems
associated with reading DNA sequences and comparing sequences to finding
common patterns. The author then considers that statistics of pattern counts in
sequences, RNA secondary structure, and the inference of evolutionary history of
related sequences.

Introduction to Computational Biology exposes the reader to the fascinating
structure of biological data and explains how to treat related combinatorial and
statistical problems. Written to describe mathematical formulation and
development, this book helps set the stage for even more, truly interdisciplinary
work in biology.
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Biology is in the midst of a era yielding many significant discoveries and promising many more. Unique to
this era is the exponential growth in the size of information-packed databases. Inspired by a pressing need to
analyze that data, Introduction to Computational Biology explores a new area of expertise that emerged from
this fertile field- the combination of biological and information sciences.

This introduction describes the mathematical structure of biological data, especially from sequences and
chromosomes. After a brief survey of molecular biology, it studies restriction maps of DNA, rough landmark
maps of the underlying sequences, and clones and clone maps. It examines problems associated with reading
DNA sequences and comparing sequences to finding common patterns. The author then considers that
statistics of pattern counts in sequences, RNA secondary structure, and the inference of evolutionary history
of related sequences.

Introduction to Computational Biology exposes the reader to the fascinating structure of biological data and
explains how to treat related combinatorial and statistical problems. Written to describe mathematical
formulation and development, this book helps set the stage for even more, truly interdisciplinary work in
biology.
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Editorial Review

Review
"I very much enjoyed the book, and was delighted to recommend itthe use of molecular biology to introduce
and illustrate application of sophisticated mathematical theory was excellentas an illustration of the
challenges and rewards of collaborative work, it is ideal." -Statistics: Monash University

About the Author
Richard C. Deonier is Professor Emeritus in the Molecular and Computational Biology Section of the
Department of Biological Sciences at the University of Southern California. Originally trained as a physical
biochemist, His major research has been in areas of molecular genetics, with particular interests in physical
methods for gene mapping, bacterial transposable elements, and conjugative plasmids. During 30 years of
active teaching, he has taught chemistry, biology, and computational biology at both the undergraduate and
graduate levels.

Simon TavarA(c) holds the George and Louise Kawamoto Chair in Biological Sciences and is a Professor of
Biological Sciences, Mathematics, and Preventive Medicine at the University of Southern California.
Professor TavarA(c)'s research lies at the interface between statistics and biology, specifically focusing on
problems arising in molecular biology, human genetics, population genetics, molecular evolution, and
bioinformatics. His statistical interests focus on stochastic computation. Among the applications are linkage
disequilibrium mapping, stem cell evolution, and inference in the fossil record. Dr. TavarA(c) is also a
professor in the Department of Oncology at the University of Cambridge, England, where his group
concentrates on cancer genomics.

Michael S. Waterman is a University Professor, a USC Associates Chair in Natural Sciences, and Professor
of Biological Sciences, Computer Science, and Mathematics at the University of Southern California. A
member of the National Academy of Sciences and the American Academy of Arts and Sciences, Professor
Waterman is Founding Editor and Co-Editor in Chief of the Journal of Computational Biology.His research
has focused on computational analysis of molecular sequence data. His best-known work is the co-
development of the local alignment Smith-Waterman algorithm, which has become the foundational tool for
database search methods. His interests have also encompassed physical mapping, as exemplified by the
Lander-Waterman formulas, and genome sequence assembly using an Eulerian path method.

Users Review

From reader reviews:

Della Richardson:

Why don't make it to become your habit? Right now, try to prepare your time to do the important behave,
like looking for your favorite book and reading a reserve. Beside you can solve your problem; you can add
your knowledge by the e-book entitled Introduction to Computational Biology: Maps, Sequences and
Genomes (Chapman & Hall/CRC Interdisciplinary Statistics). Try to make the book Introduction to
Computational Biology: Maps, Sequences and Genomes (Chapman & Hall/CRC Interdisciplinary Statistics)
as your good friend. It means that it can to become your friend when you feel alone and beside those of
course make you smarter than ever. Yeah, it is very fortuned for yourself. The book makes you much more
confidence because you can know every little thing by the book. So , we should make new experience in



addition to knowledge with this book.

Bernadine Williams:

Often the book Introduction to Computational Biology: Maps, Sequences and Genomes (Chapman &
Hall/CRC Interdisciplinary Statistics) will bring someone to the new experience of reading a new book. The
author style to describe the idea is very unique. Should you try to find new book to see, this book very
appropriate to you. The book Introduction to Computational Biology: Maps, Sequences and Genomes
(Chapman & Hall/CRC Interdisciplinary Statistics) is much recommended to you to study. You can also get
the e-book in the official web site, so you can quicker to read the book.

Lee Parkin:

The actual book Introduction to Computational Biology: Maps, Sequences and Genomes (Chapman &
Hall/CRC Interdisciplinary Statistics) has a lot details on it. So when you check out this book you can get a
lot of profit. The book was written by the very famous author. The author makes some research just before
write this book. That book very easy to read you can get the point easily after looking over this book.

Carol Ray:

In this period of time globalization it is important to someone to get information. The information will make
you to definitely understand the condition of the world. The condition of the world makes the information
easier to share. You can find a lot of referrals to get information example: internet, paper, book, and soon.
You will observe that now, a lot of publisher this print many kinds of book. The actual book that
recommended for you is Introduction to Computational Biology: Maps, Sequences and Genomes (Chapman
& Hall/CRC Interdisciplinary Statistics) this guide consist a lot of the information in the condition of this
world now. This book was represented how can the world has grown up. The dialect styles that writer make
usage of to explain it is easy to understand. The writer made some research when he makes this book. That's
why this book suitable all of you.
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